Key indicators: single-crystal X-ray study; T = 150 K; mean (C-C) = 0.004 Å; R factor = 0.061; wR factor = 0.157; data-to-parameter ratio = 15.8.
Related literature
433 parameters H-atom parameters constrained Á max = 0.26 e Å À3 Á min = À0.27 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Cg2, Cg5 and Cg6 are the centroids of the C6-C11, C6A-C11A and C12A-C17A rings, respectively. Symmetry codes: (i) Àx; Ày þ 1; Àz þ 2; (ii) x; Ày þ 1 2 ; z À 1 2 .
Data collection: SMART (Bruker, 2005) ; cell refinement: SAINT (Bruker, 2005); data reduction: SAINT; program(s) used to solve structure: SIR97 (Altomare et al., 1999); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 for Windows (Farrugia, 1997); software used to prepare material for publication: WinGX (Farrugia, 1999) and PLATON (Spek, 2009). title compound as a part of our on-going project on the synthesis of bioactive molecules (El-Sawy et al., 2012; Soliman et al., 2012) .
The molecular structures of the two independent molecules (A and B) of the title compound have similar conformations (Figs. 1 & 2) . In molecule A the N1/C1-C5 pyridine ring forms dihedral angles of 14.55 (13) and 39.14 (12)° with the C6-C11 phenyl and C12-C17 benzene rings, respectively. The latter rings make a dihedral angle of 33.06 (13)° with each other. The corresponding values for the B molecule are 26.86 (13), 41.82 (12) and 38.99 (13)°, respectively. The values of the bond lengths and bond angles are in the normal range and are comparable to those reported for a similar structure (Patel et al., 2002) .
In the crystal, the B molecules are linked via pairs of C-H···N hydrogen bonds to form inversion dimers that stack together with the A molecules along the c axis direction (Table 1 and Fig. 3 ). Inter-and intra-molecular C-H···π interactions (Table 1) and π-π [Cg1···Cg4(x, y, z) = 3.5056 (16) Å and Cg2···Cg4(x, 1/2 -y, -1/2 + z) = 3.8569 (17) Å;
where Cg1, Cg2 and Cg4 are the centroids of the N1/C1-C5, C6-C11 and N1A/C1A-C5A rings, respectively] interactions contribute to the stabilization of the crystal packing.
Experimental
The title compound was prepared by heating a mixture of (2E)-3-(4-methylphenyl)-1-phenylprop-2-en-1-one (222 mg, 1 mmol), propanedinitrile (66 mg, 1 mmol) and sodium methoxide (10 mg) as a catalyst in 50 ml e thanol at 350 K for 7 h.
The solid product that resulted on cooling was filtered off, dried and recrystallized from acetone. Single crystals suitable for X-ray analyses were grown by slow evaporation of an acetone solution of the title compound over 24 h [M.p. 383 K].
Refinement
All H atoms were positioned geometrically with C-H = 0.93 Å (aromatic), 0.97 Å (methylene) and 0.96 Å (methyl). The U iso values were constrained to be 1.5U eq of the carrier atom for methyl H atoms and 1.2U eq for the remaining H atoms.
Owing to poor agreement the reflection (1 0 0, -1 0 2, -2 1 1, 3 3 1, 5 1 6) were omitted from the final cycles of 
Figure 1
The molecular structure of molecule A in the asymmetric unit of the title compound, with the atom numbering.
Displacement ellipsoids are drawn at the 50% probability level. where P = (F o 2 + 2F c 2 )/3 (Δ/σ) max < 0.001 Δρ max = 0.26 e Å −3 Δρ min = −0.27 e Å −3 Special details Geometry. Bond distances, angles etc. have been calculated using the rounded fractional coordinates. All su's are estimated from the variances of the (full) variance-covariance matrix. The cell e.s.d.'s are taken into account in the estimation of distances, angles and torsion angles Refinement. Refinement on F 2 for ALL reflections except those flagged by the user for potential systematic errors. Weighted R-factors wR and all goodnesses of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The observed criterion of F 2 > σ(F 2 ) is used only for calculating -R-factor-obs etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
2-Ethoxy-4-(4-methylphenyl)-6-phenylpyridine-3-carbonitrile

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq O1 0.31241 (11) 0.13660 (11) 0.80183 (11) 0.0368 (7) (2) O1A-C1A-N1A 119.9 (2) C1A-N1A-C5A 117.1 (2) O1A-C1A-C2A 115.5 (2) N1-C1-C2 124.5 (2) N1A-C1A-C2A 124.6 (2) O1-C1-N1 119.9 (2) C1A-C2A-C3A 118.1 (2) O1-C1-C2 115.6 (2) C1A-C2A-C18A 118.6 (2) C1-C2-C3 118.2 (2) C3A-C2A-C18A 123.3 (2) C1-C2-C18 118.0 (2) C2A-C3A-C4A 116.7 (2) C3-C2-C18 123.6 (2) C2A-C3A-C12A 122.3 (2) C2-C3-C4 116.3 (2) C4A-C3A-C12A 121.0 (2) C4-C3-C12 120.7 (2) C3A-C4A-C5A 121.0 (2) C2-C3-C12 123.0 (2) N1A-C5A-C4A 122.4 (2) C3-C4-C5 122.1 (2) N1A-C5A-C6A 116.2 (2) C4-C5-C6 122.8 (2) C4A-C5A-C6A 121.4 (2) N1-C5-C6 116.2 (2) C5A-C6A-C7A 121.2 (2) N1-C5-C4 121.0 (2) C5A-C6A-C11A 120.1 (2) C5-C6-C7 122.0 (2) C7A-C6A-C11A 118.8 (2) C5-C6-C11 120.5 (2) C6A-C7A-C8A 120.2 (2) C7-C6-C11 117.5 (2) C7A-C8A-C9A 121.1 (3) C6-C7-C8 121.2 (3) C8A-C9A-C10A 119.1 (3) C7-C8-C9 120.1 (3) C9A-C10A-C11A 120.7 (3) C8-C9-C10 119.9 (3) C6A-C11A-C10A 120.3 (3) C9-C10-C11 119.6 (3) C3A-C12A-C13A 120.5 (2) C6-C11-C10 121.7 (2) C3A-C12A-C17A 120.9 (2) C13-C12-C17 117.8 (2) C13A-C12A-C17A 118.4 (2) C3-C12-C13 122.1 (2) C12A-C13A-C14A 121.0 (2) C3-C12-C17 120.2 (2) C13A-C14A-C15A 120.5 (2) C12-C13-C14 120.9 (2) C14A-C15A-C16A 118.5 (2) C13-C14-C15 120.9 (3) C14A-C15A-C21A 120.7 (2) C14-C15-C21 120.6 (3) C16A-C15A-C21A 120.8 (2) 
